Draft Genome Sequence of the Birch Tree Fungal Pathogen Taphrina betulina UCD315.
Taphrina betulina is the ascomycete yeast that causes the formation of witches' brooms in birch trees. Here, we report the first draft genome sequence of T. betulina, from strain UCD315, isolated from soil in Ireland. The genome is haploid and 12.5 Mb long.